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Bo7 o= zonT, PRBOBEEIIHRL B, FAOLOKBEERINERE S oq
RFRXFRA X EHEHDDNAT — & X— ZADHEREZ LB L T, BROICIS2EEOWE T %
SE-RELE (B3) .

(4) REER b L RISEEEEHRE T DR

R7T5EEREDNAY V—RTiT, BROBRER b L RAGESEBREFOHRBEFAEE
NTWh (R2), ARORBEFLZI0ESHBREL (R2ICYAMLEIERE TCO®RETR) .
RELR b L RSB IR, 2650, SFE OB FRAOENLEZAETLE (K4) , 20t
BFIRIRER FLVALRBRIIEBAFTESLLNAD OO, H D METF(98-07)DREITME <
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1. ERRIDNATA 7TV —PICEBETDHDNAZ u—2 D537 (BN LAN)

number of
ranking annotation clones
(redundancy)

sp|P12858|GIPA_PEA Glyceraldehyda 3-phosphate dehydrogenase A, chloroplast precursor (NADP-dependent

1 gly Idehyder phate dehydrog subunit A) 1131
2 gthKS!Mﬂ peroxid. [Nicoti tab 1] 1062
3 gb|AAMA46T80.1|AF467803_1 latex plastidic aldolase-like protein [Hevea brasiliensis) 799
4 sp|P47916|METK_POPDE S-adenosylmethionine synthetase (Methionine adenosyltranst ) (AdoMet synthetase) 734
5 gb|AAD27590.1|AF121261_1 elongation factor 1-alpha 1; EF-1-alpha1 [Lilium longiflorum] 642
6 ref|NP_B50759.1] fructose-bisphosphate aldolase, putative [Arabidopsis thaliana] 543
7 gb|AACS9310.1] CONSTANS-like protein 2 [Malus x domestica] 535
8 ref|NP_188317.1| glycosyl hydrolase family 19 (chitinase) [Arabidopsis thaliana] 436
9 gb|AAB40396.1| glycolate oxidase [Mesembryanthemum crystallinum]) 497
10  gbJAAKS1153.1| peroxidase [Manihot esculenta] 369
1 gb|AAF42979.1| elongation factor 1 alpha [Zea mays] 247
12 emb|CAC10208.1| cytosolic malate dehydrogenase [Cicer arietinum) 243
13 sp|0O22342|ADT1_GOSHI ADP,ATP carrler protain 1, mitochendrial precursor (ADP/ATP translocase 1) (Adenine 236
nucleotide translocator 1) (ANT 1)
14 gb]AAGO1382.1)AF184174_1 alcohol dehydrogenase 2 [Vitis vinifera) 229
15 dbj|BAA23657.1| EF-1 alpha [Oryza sativa) 221
46  ®PlQ41249|PORA_CUCSA Protochiorophyliide reductase, chioroplast precursor (PCR) (NADPH-protochlorophyliide 198
oxidoreductasa) (POR)
17 emb|CAC37356.1| putative membrane protein [Solanum tuberosum)] 194
18 sp|P93836|HPPD_ARATH 4-hydroxyphenylpyruvate dioxygenase (4HPPD) (HPD) (HPPDase) 185
19 gb|AAME5162.1| cysteine proteinase RD19A [Arabidopsis thaliana) 181
20  gbJAAGB1120.1| ribulose-1,5-bisphosphate carboxyl vg tivase 1 [Gossypium hir ) 175
21 sp|P12859{G3PB_PEA Glyceraldehyde 3-phosphate dehydrog B, chloroplast precursor (NADP-dependent 174
glyceraldehydephosphate dehydrogenase subunit B)
22 ref|NP_197875.2| CONSTANS B-box zinc finger family protein [Arabidopsis thaliana] 168
23 pir]|T04121 (8)-2-hydroxy-acid oxidase (EC 1.1.3.15), peroxisomal [Nicotiana tabacum] 162
24 dbj|BAB40143.1| plasma membrane intrinsic protein 2-2 [Pyrus communis] 139
25 emb|CAABE667.1| polyublquitin [Pinus sylvestris] 136
26 gb|AAMB4770.1| unknown [Arabidopsis thaliana] 133
27 obJAALBS381.1|AF482218_1 putative DEAD/DEAH box helicase [Narcissus pseudonarcissus) 118
28 gb]AAFBE906.1|/AF223358_1 triose phosphate/phosphate translocator pr [Mesembryanthemum crystallinum] 116
gb]AAQT4875.1| actin [Trifolium pratense) 107

gb|AAPB0800.1| class VIl chitinase ursor [Gossy) hirsutum)|
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2., KRR BFTTOREA b L RAIREEREME R T

annotation nymberof clone ID
clones

emb|CABGB4356.1| alternative oxidase [Populus tremula x Populus tremuloides] 72 10-D11
ref|[NP_194188.1| mitochondrial carrier protein family [Arabidopsis thaliana] 166 98-i07
gb|AAM34773.1| NAM-like protein 10 [Petunia x hybrida) 78 37-E09
No apical meristem (NAM) protein family (RD26) [Arabidopsis thaliana] 5 6-C18
homeobox-leucine zipper protein ATHB-7 [Arabidopsis thaliana] 3 38-K14
gb]AALD6547.1| galactinol synthase (AtGolS2) [Arabidopsis thaliana] 6 8-G24
emb|CABS0633.1| protein phpsphatase 2C (PP2C) [Fagus sylvatica] 1 68-G16
gb|AAK52084.1| peroxidase [Nicotiana tabacum] 1062 54-G19
gi|423821|pir]|A46295 delta 1-pyrroline-5-carboxylate synthetase - moth bean 1 40-G23
emb|CAAGB6667.1| polyubiquitin [Pinus sylvestris] 136 29-012
ubiquitin-conjugating enzyme, putative 13 30-G23
ref|[NP_173670.2| oligopeptide transporter -related [Arabidopsis thaliana] 4 73-K09
gi|15383744] delta-1-pyrroline-5-carboxylate dehydrogenase [Arabidopsis thaliana] 2 75-D03
gi|20851|emb|CAA44646.1| pyrroline carboxylatereductase [Pisum sativum] 2 90-J18
gi|7488707|pir||T09602 probable zinc finger protein SCOF-1. cold-inducible [Glycine max] 1 67-M24
ref|[NP_566009.1| Kelch repeat containing F-box protein family [Arabidopsis thaliana] 175 7-D15
9i|15%391 79.]ref|N_P_196179.1| oxidoreductase. 20G-Fe(ll) oxygenase family 103 14-L02
[Arabidopsisthaliana]

gi|2462661]emb|CAB16749.1| catalase [Soldanella alpina] 62 58-B22
gi|6646840|emb|CAB64599.1| arginine decarboxylase 1 [Datura stramonium] 34 68-D19
gi|2231615|gb|AAC49815.1] 4-hydroxyphenylpyruvatedioxygenase [Daucus carota] 23 58-M13
gb|AAO34703.1| ethylene response factor 1 [Lycopersicon esculentum] 20 33-M08
emb|CAD92449.1| amino acid permease 1 [Brassica napus] 12 11-E21
gi|1&411685|ref|N_P_55721 5.1| cathepsin B-like cysteine protease. putative 1 7-A12
[Arabidopsisthaliana]

gi|7488773|pir||T10861 phaseolin G-box binding protein PG1 - kidneybean 1" 12-E19
gi|11493822|gb|AAG35658.1| transcription factor WRKY4 [Petroselinum crispum] 10 14-G13
gh|AAQ13360.1| dehydration-responsive element binding protein 3 [Lycopersicon 5 55.824

esculentum]
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